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Sugar-modified

No CpG motif Type Sequences (5'—3)

nucleotides
I. 41 - - - -
EI 42  1CG-2CG - - TCGTTTTGTCGTTTTGTC
1GC-2CG - - TGCTTTTGTCGTTTTGTC
1mCG-2CG - - TCGTTTTGTCGTTTTGTC

e TCGTTTTGTCGTTTIGTC

SRS ImCG-2CG  Gapmer ENA
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A FILIEZEL - 1mCG-2CG  Gapmer BNANC (N-Me)
m

( 4-9  1CG-2CG  Gapmer LNA TCGTTTTGTCGTTTTGTC
4-10 1CG-2CG Gapmer 2’-OMe
----------------------------------------------- TCGTTTTGTCGTTTTGTC

\_ *% 4-11 1CG-2CG Gapmer 2'-MCE y
4-12  1mCG-2CG Gapmer 2'-OMe TCGTTTTGTCGTTTTGTC
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