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FIGURE 1
Rotavirus-positive samples, the National Reference Center, Belgium, 2009/10-2022/23

A. Spatial distribution by municipality (n = 6,841) B. Number of ples per epidemiological year (n = 8,024)
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FIGURE 2
Weekly positive rotavirus samples received by the National Reference Center, Belgium, December 2018-July 2023 (n = 2,215)
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FIGURE 3
Rotavirus-positive samples by age group and rotavirus epidemiological year, Belgium, 2009/10-2022/23 (n = 7,439)
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Tests: z-test for proportions, adjusted with Bonferroni correction (***, p<o.001). Samples without age information (no collection date or birth
date) were excluded from the figures above.
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FIGURE 4
Rotavirus genotypes by rotavirus epidemiological year, Belgium, 2009/10-2022/23 (n = 6,352)
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PRiX DS-1-like BIAFAUERL O PIZEEFHES (V7Y — AV ) 12X 5 NSP4 #ix
T (E6 %) ZHLTWi=n (K 5A O#4), LV FALFE Sz 4 5O GIP[4I#kIL DS-1-
like 3 ﬁ?ﬁ”%ﬁi@qj Efﬁ%ﬁ%/\ £ 5 Wa-like ® NSP2 B %28 LT\ (X 5A
D#20, 24, 31, 33), IR AT o128 Z A, 20T 2 v 71D equine-like G3P[8]
FRD VP3 j @:%Lﬁ}# X, 2019 FELIRRICHR I S iz GOPlAlkk & 7 9 A2 — &AL, /3>
7 2 v 7 Hi® equine-like G3P[8]k D VP3 & Lk L T 10% DB AMFHIEZ 7~ L 7= (X1 5B),
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5 ERAER DT Z 74 LA GIP4IKRE L O G3P[8IFk D& x T MRk, B L VP3 ®
HEEHNZ b & DL REBHENT (n1=35. 2009/10~2022/23 FE244E . ~)L¥—)

Figure 5. Rotavirus genotype constellations by rotavirus epidemiological year and VP3 phylogeny, Belgium,
2009/10-2022/23 (n = 35)

A. Genotype constellations of selected G3P[8] and G9P[4] strains

EEL?chGIW'WI Strain name G3 type Genotype | WP MEP2| MSP3| NSP4 [ NSPS

1 200910 R Human-wtBELF 02502G3typd 2009 /63ME) [Typical human 63 G3R8]
2| w000 RvAHuman-wBELIF 022 49G3typ ca 2010 MG3ME) [Typieal human 63 [3P(E)]
3| 0001 RvAHuman-wiBELT 031 77G3ypi calZ011 /GIME] Typical human G3 [G3P(8]
4] aonn RvAHUMaN-wiBELF 035 95/2011/G#P4] . KG9P4]
5] 2010/11 FVAHUMman-wUBELF 035 42G3typi cal2011 /GIFE] [Typical human 63 [G3F8]
] 2011712 v Human-wiBELF 044 S9G3ypd cal2012 /GIFE] [Typical human GI [5IPG]
7| w142 FvAHUman-wyBELF 044 89G3tpd ca 2012 63F8] [Typical human 63 [53P18)
8| 2012013 RvAHuman-wyBELF 052 59G3typi cal2013 /G3F(8) [Typical human 63 [3P(8]
9| w13 AVAHUman-wiBELF 054 94G3typd cal2013 /GIME]  Typical human G3_G3pi8]
10] 201314 RyvAHuman-wiBELIF 063 22G3typd cal2014 /G3IM8] [Typical human 63 3P
11 2013714 RvAHuman-wiBELF 062 87G3typi cal2014 /GIPIE]_[Typlcal human G3_G3P(8]
12| 2004015 RVAHuman-wi/BELF 0705 1G3typi al015 /G3F8] [Typi cal human G3_[53P(8]
13 2016/17 RvAHuman-wUBEL/F 090 55G3ypd a 2016 /63F8] [Typlcal human 63 [G3R(8]
14|  2016/17 RVAHUMan-wUBELF 097 4TG3equing 2017 /G3PIB] Equinelike G3 G3IFE]
15| e RvAHuman-wiBELIF 101 32G3typi ca 2018 /G3P8] [Typical human GI [G3PI4]
16| airis RvaHuman-wyBELF 102 13G3eguine’ 2015 /G3F8] Fauine-like G3

17| 201718 RVAMUMAN-wIBELF 107 53G3equine’ 2016 /G3FIE] [Equinedike G3 G3RAE]
18| 2018019 RVAMHuman-wiBELF 1102763 ypi ca/2018 /G1M8]  [Typi cal human GI 3P
19| 201819 RvAHuman-wiBELF  11037G3equine’ 2016 /G3F(8) _[Equinedike 63 GIP(E]
20| 01819 FivAHuman-wiBELF 117 S8/2019/GP4] G4l
21| 201818 RVAHUman-wyBELF 1118 inal 2019 /GIF(8] [Equinedike G3 G3R8]
22| w0 RVAHUMaN-wiEEL/F 1 2057G3ty cal/2019 /G3AE] [Typical human 63 [3F8)
23| a1eiao AAHuman-wiBELF 130 94G3typi e 2019 /GIP8B] [Iypical human G3 [3P(E]
24 201%/20 RvAHuman-wuBELF 1 20 43/2020 G 4] - GoF{4]
25| maoin FvAHUman-wi/BELIF 130 77G3equine’ 2021 /G3F(8] [Equinedike 63 G3FE]
26| 020/21 FvAHuman-wUBELF 131 02G3eguine 2021 /G3P(8] _[Equinedike G3 G3P8]
27 2021722 RvivHuman-wiBELF  14060G3typd 12021 GIFE] [Typical human GI [53P(8]
28| iz FvAHuman-wiBELIF 142 22G3equine’ 2021 /63F(8] [Equine like G3 G3mEl
29 202122 FviayHuman-wUWBEL/F 143 53G3eguine’ 2022 /3FIB] [Equine-like G3 G3FE]
30| w222 RVAHuman-wi/BELF 144 28G3equine’ 2022 /GIF8] [Fauinedike G3 G3REI
31| o212z RvAHumEn-wUBELF 14685/2022/G2P4] = GOP(4]
32| 02323 RvAHUMman-wiBELT 1 2023 /GIFB] Fquinelike 03 G3M8]
33| 02233 FviHuman-wiBELF  15068/2023/G3F4] GoOP4]
34| 302333 RvAHuman-wUBELF 150 78G3equing 2023 /G3F8] [Equinedike G3 GIFE]
35| 202223 RVAHUman-wiBELT | $0B0GIaquing’ 2023 /G3FE] Fouinedike G3 GIF[E]

Wa-like genotype 1
D5-1-like genotype 2
DS-1-like VP3 genotype cluster, >10% divergent from other DS-1-like YP3 strains in this study

Genotype E6
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B. Phylogenetic tree of VP3 coding sequence

DO430537.1_RVA/Human-te/ JPN/AL-1/1982/GIPI[9
100  RVA/Human-wt/BEL/FOIS95/2011/G30}4) VP3
LC227956.1_RVAMHuman-wi/IND/Kol-028/201 2/GIP[4]
RVA/HUman-wt/BEL/F09747G3equine/2017/G3P(8]
RVAMuman-wi/BELF 13077G3equine/2021/G3PE]
MW280935 1_RVA/Human-wi/ATA/PAZT 37201 7/G3IP8]
RVA/Human-wa/BEL/F1103 X /G3IPIB)
KUS50277.1_RVAHuman-wi 2015/G3P(8]
RVAMuman-wi/BEL/F 1021363 equine/2018/GIFTE]
00 | AVAHuman-wt/BEL/F 102536 3equine/2018/GIPI8]
90 F AVAMHuman-wt/BEL/F11291G3equine/2019/GIPE]
99 | IX965139.1_RVAhuman/AUS/WAPCP03/20100G2Pi4]
MG181834.1_RVAHuman-wt/MWI/BID1 9T/201 2/G2P[4]
ONT91878.1_RVA/Human-wt/MWUBTY2BG 2018/G3P(4)
RVA/Human-wi/BEL/F12043/2020/GOP(4 M2
— VA Human-wi/BELF 14685720 4]
RVA/Human-wi/BEL/F112568/2015/GS9(4)
RVA/Human-wi/BEL/F1 5068/ 2023/G9P[4
ON7TI7424.1_RVAHuman-wit/USAI001253895/ 201 7/G9P(4]
RVAHuman-wi/BEL/F1 1102G3equine/2021/G3P{8]
RVAHUman-wtBEL/F 14222C 3equine/2021/G3P1B]
FVAHUMAn-wi/BEL/F 1 44280 3equine/ 2022/G 3P(8]
RVAHUman-wi/BEL/F 143530 3equine/2022/G3PIB]
o7 RV AHuman-wt/BELF 1 50786 3equine/ 202 3/G IPT8]
71 | RVAHuman-wt/BELF 1 5059G Jequine/ 202 /G 3P1E]
RVA/Hurman-wt/BEL/F1 5080G 3equine/2023/G3P{8]
PPTS1I92.1_RVA/USA/2024/GIP[4)
RVA/Human-wt/BEL/F0S259G3typical /2013/G3P[8]
AVAHuman-wi/BEL/FO7051G3typlcal 2015/G3P[8)
AVAHuman-wi/BEL/FO9055G3ty pical/2016/G3P(B)
RAVA/Human-wit/BEL/F10132G3typical/ 2018/G3P(B
RVAMuman-wi/BELF14060G 3 typical 2021/G3P[8
JF490584.1_RVA/Vanderbilt/\VU0S-09-6/ 200
RVA/Human-wU/BELF13094G 3typecal /2
MH1T1347.1_RVAHuman-wi/ESP/5545487.
KX954618.1_RVA/Vaccine/USA/Rotarx-A41CB0S 2A/ 19BR/G1 PlE]
RVA/Human-wt/BEL/FO2249G3typical 2010/G3P(8]
RVAHuman-wt/BEL/FO2502G 3typical 2009/ G3P[8]
RVAHuman-wt/BEL/FDI1 77G3typical/ 201 1/G3P[8]
RYAHuman-wi/BEL/F11027G 3ty pical/ 201 8/G3IP[8]

93

Sg& &

RVAHuman-wt/BEL/F1 2057G 3typlcal/ 201 9/G3IP[8]
20 KF371886.1_RVA/Human-wt/CHN/E3 239/, G3PIB]
7% AVAHuman-wit/BEL/FO4489G Stypical/ 201 2/G3P(B]

IN258405.1_RYA/Human-wi/USA/2007769947/2007/G1P18]
90 | AvA/Human-wi/BEL/FO3542G3typical/2011/G3P(8)

100 | RVA/Human-wi/BEL/FO5494G I typical/ 201 3/GIPI8)

RVA/Muman-wi/BEL/FO6322G typical/2014/GIP(8)

RVA/Human-wt/BEL/FO4459G3typical/ 201 /G3P(8]

0.4

Click to view

Panel B: Alignment done with MAFFT v7; ML tree constructed using IqTree (v2.3.6) with 1,000 bootstraps. Red: DS-1-like segment. Green:
Wa-like segment. Yellow dots: GIP[4]. Strain names including an accession number were retrieved from GenBank.

(B:7 74 A2 MZMAFFT (ver.7) THEfifi L7z, & LIEIZ K 2 ZkEITIQ-TREE (v2.3.6)
T 1,000 DT —FA N7 v T EBITWVER LTz, #7f% : DS-1-like B4, #kfa - Wa-like B
HOOMH : GIPl4], 77w a v FEFEETLHA T GenBank 25 EUAS L72,)

O U7 F U HERILNITICB W TEIE A EICE D equine-like G3P[8]#E

14 b5 r # '7/(/1/26155?“6 NRC OJEENZIBNT, v X U v 7 AT 7 F 4
izl &b 1 HZT 72 T0~25%] OHANROEIEGNEFEIC EH LTV Z LGRS
iz (K 6A), — 77, 2011~2022 FE\ZNT TORIKDHETE Y 7 F U BFRERITZE L T,
K& A VA (B MU G3 & equine-like G3 @ G3PI[8IFRIL T TN BT AT
T AL I & RIS L OBIG A L (K 6B), &b, U7 F AL IO
BIENEHRTHE (VI T OTPHIENETORIZH L TRIETH DL ET1UL) Ths L
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BE LTe S E OWIRHE & g LT, G1P[8]1§k753‘ Oy )y 7 AU FURRERBTHLZ &
M FPRINZED . GIPBIMR OGN L TIX Y 7 F U BEFRE O MRS IR & b
L CHREIZD 0o 7= (p<0.001, HIFHE : 118, #ifiEk: 72) (X 6C), B4 72 Z &2, equine-
like G3 FRIZIEHE L= ALsh R Tl oA BlE2 S, U 7 F BRSO D 15
filfl & bl LT 0o 72 (p<0.001, HIFHE : 318, #fA%: 387) (¥ 6C), Z DA COVID-
19 NUTF I v I ERIEFRCT Iy I71%D G3PBIESOEEIZ L 2D E D ﬁx%*ﬁ%ﬁ“
D72, 2021/22 FEFAEO L % RGIZRE O 2 Fhi Lo & 2 A, FAROBIR A R S

7=, equine-like G3P[8IFEM [FIE S AT MRIKD 84.2% (197/234) . F = #lf)7z v k G3P[8]
KRDSRIE S NT-RRIRD 67.7% (44/65) NV 7 F L HEFEFE A DI RH K TH - 7= (K 6D)
BAEHNE 2 B1T 5 equine-like G3P[8IkkI L OMAY 72 b b G3PISIERDEIAIZ =R ITRD
Seiois (X S6).

6:10~25% DHIMBICB T DV 7 F o EREOEIE., BB ABICBITAU Y
FUHEREE OEIE (2009/10~2022/23 Z5F4E)

FIGURE 6

Proportions of vaccinated infants (0-2 years) over the years and for different genotypes 2009/10-2022/23

A. Proportions vaccinated in age group o-2 years (n = 3,058) B. Propunion vaccinated by genotype (n = 2,349) D. Proportion vaccinated in season
Suholis Tl Gz GIPpI GEPMI O] GOP GOF 2021/22 for two distinct G3 subtypes,

age group 02 years (n =299)
100

=

[ 100
E>)
2
75 s
@
=
g 25
75
S
E:a o
g 5 = C. Expected and observed cases in agegmup
g & 0-2-years per genotype (n =1,654) <
[ &
o Eﬁm#w“’ps P GIPE|  GePW] G4PlE]  GOPH]  GoPp E,;SO
[ - £ S
g &
o ~
25 & & ©
a r~
8 = )
- &5
E n
E o
0
wv
0» R IR N R IR IS AL Al
o°¢\~\"\»\ \N\,\\,,)\\\\\"“\\”\ .
B A S ' °
Vaccination Equine-ike Typicalh
Epidemiological year e Typical human
- . VP7 G3P[8
_ Vaccination 9 Notvaccinated ~ WS Observed Bl VP7 G3PEE)
coverage I Vaccinated [—JExpected 2021/22 only

Panel A: Vaccination coverage was retrieved from World Health Organization data [48], immunisation coverage estimates by country (2022).

Panel C: We assumed that the vaccines protected equally well against all genotypes. Test: Z-test for proportions, adjusted using Bonferroni
correction (**, p<0.001).

(A: U7 F o REERIIIRRERS (WHO) o7 —2 T[ERID 7 F R T fE (2022
)] MBHEG L, C: U7 F U i3aToORIH LEFOFHMRERSLIE LT, &

EBIRIEIAR 72—l BT L Z REEIToT- (F [fR&ETE : X 6C TiL***],
»<0.001),)
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/2 [X] S6 : equine-like G3P[8]#kds L UM 72 & G3P[SIEEDFEHE R - FEFEFR D=
FEMASL (2009/10~2022/23 JE224E, ~LF—)

Supplementary information S6

G3P[8] Genotype Distribution by Age Group and Reference Type Over the Years

250

n
=1
o

400 40
200
300
150 30
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! l.....‘qgl pars 0-2 ...---.e..g.i= I ) 0. Emm.,. ...,_ Reference Type

w
2 100
©
O o
°
s [ MF269162.1_human
8 5 2 ] Mw280957.1_eqlike
E 15
Z 10 10 15
10
5 i. i : Nl
ol m il ol = B . sl ull.
DIN0 % BN DO SN0 OO r B BA 0SNG DIV T OA B0 O 6
IS N R R e B O Cy Oy O N R e I R R O Oy O O e R R R R Oy O O O
S S S
FIRSISEORINENS  SOSSVETSSNSONT SRS ETSNISan
SSCUEIICIITY  SSLUSTIHITTT  SSCUTTINIIod
FVVRREPPRLPTPE FVVETPLVPEITTE FIVOPPTLPLTPLS
Season

Supplementary information S6. Equine-like and typical human G3P[8] numbers over the
years in different age groups.

(Ft : il)7e e b G3P[8I¥E, JRE : equine-like G3P[8]#k)

® KIINEZEESEE- - &N ZeRE (ECDG-SANTE: Directorate-General for Health and
Food Safety)

https://commission.europa.eu/about/departments-and-executive-agencies/health-and-
food-safety en

BB X OFEEHCE T 2 RS X5 A (RASFF : Rapid Alert System for Food and
Feed)

https://food.ec.europa.eu/food-safety/rasff en

RASFF Portal Database

https://webgate.ec.europa.eu/rasff-window/screen/search
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https://commission.europa.eu/about/departments-and-executive-agencies/health-and-food-safety_en
https://commission.europa.eu/about/departments-and-executive-agencies/health-and-food-safety_en
https://food.ec.europa.eu/food-safety/rasff_en
https://webgate.ec.europa.eu/rasff-window/screen/search

Notifications list

https://webgate.ec.europa.eu/rasff-window/screen/list

2025 - 12 H 23 H~2026 41 A 13 H DO LRl EANE

#Zaman (Alert Notification)

TNxXFT 7 VEATN—=ARDOIIVERT NBFH AL EERBLRRNOY 2T VT
(L. monocytogenes), AW/ & T FEEHT—AD YU A7 V7T (L monocytogenes). 7 7
VAECKBAOKRGE, 77 AERRNRGLOVLERT R L,

EEMUEEH  (Information Notification for Attention)

TANT v REAT—7H—FDY A7 VT (L monocytogenes). A % U T (A=A
VIEFMEME) A HA O VERT (S Strathcona) . A—7 v REDOARET 1 A 7 —JH
WO VEXRT (S Infantis), FAYEKERN (K« B72RL) OV ILEXRT | A NEMH
WMERBEROE LY ZREE P LERT | L—< =T EBFPN (- X)) o rexs
B, Ve~ =T EBRDRNOY LVERT (S Enteritidis) . ~LX —ERRRGEO Y 2T
V7 (L. monocytogenes), KA YVPER—7 I —/v (EWEIEY) OV NLVEXTEBRE, 47
VHEPERRA Y ——Y DY A7 VT (L monocytogenes) 7% Y,

7 xua—7 v 7 E#  (Information Notification for follow-up)

RN—=T v REHHIER OV LEXT (S Newport) ., AA VEEHTRE A NV L—H DFAE R,
PEEPEAR OBWNMEBERE, VX —pEb~ U VI —/LOHPLEXRT (S Agona).
TN TF NN OEEFREAMEREE (ONT-H34) , R—7 v FEMHEEETHEZHH
WOFNVERTBE, ANA VFEA NV L—F OB (nematode), RN—F » N (A b
=7 M) BHFROYLERT R E,

MEATEA @SN (Border Rejection Notification)
o L7 pEfAEHABERED Y LT X T (S Agona, S. Isangi). A FJE betel leaf (2 ~d
) DY LEFRT Y,

@ I Z2HES (EFSA: European Food Safety Authority)

https://www.efsa.europa.eu/en
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https://webgate.ec.europa.eu/rasff-window/screen/list
https://www.efsa.europa.eu/en

BRI RIS 5 v b7+ —2 (ERAP)

Emerging Risk Analysis Platform (ERAP)

Published: 2 July 2025
https://efsa.onlinelibrary.wiley.com/doi/pdf/10.2903/sp.efsa.2025.EN-9557 (3= PDF)

https://www.efsa.europa.eu/en/supporting/pub/en-9557

5

ZONEBEFHMEFIL. BEOBOZFEEDN VY X7 5077y b7 4 — 24
(ERAP : Emerging Risk Analysis Platform) | 7’2 ¥ =7 MMZEWCHE L 7=7H8) & Foék
L7ebDThDH, AEEIL 77 b7+ —200%, Bk, BHBLIO2—F—FK—
MZDWTHREH - BRI L, =2 — =07 4 — KNy 7 Tav=y NO%{7
—RIBWTEONEZHI Y, A7 eV FOFERYIFE A Z @ L CUIE S
R LTWD, £/, ANTHGE (AD BIEgRER & BEEORMOD H 557 BB 58
B8 LS B OILIZENT 2 EE21T > T D, L7eh> TAHEEIL, ERAP Yuv=x
7 N OMEPRBUCEE T 2 G RIE 2 R T b O TH Y | BINE ML 2R (EFSA) o=
—RZBBLIET Ty N7+ — D5 BOMERDIMEL 25,

TR A

KEEEIL, EFSA L OEEEKICH &SSP BOZEE N EN LI E
YT, ERAP r V=7 FOFREZRETT 2, AREFILZERAP 7 uy =7 bOT7 A7
TA I NEEEHR L TBY, A7y MIILULTFO 7 2 —AREE T\ 5,

7= — R 1 EHELO T

TJ—0vav 7 AV Ea—BLURAEOERMICEY ., EBEEOIER UL
NEREAT T 2 3288 U, BHESIC AN 7o ARSRE R B B E OAERRIZ D721 5,

Tx—RX2: 7Ty N7 —LBRBORERBLONT oK s v a P R— b

o EEZ L, BRBo#fiEs L2 —V—=—X L OFEEEREZIT O,
Tx2—RX3: 7Ty FTH—LDIERK

7Ty 87— AOB@%IL, ERAP 22—V —ICH A ¥ AB LU AR — a4k L,
=P —=NEDT 4= RNy IV ZNETH L L HIZ, 5HOT Ty F 7+ —LiERDT
WOREEITH, £lo, MHEAEM B L P2 —W =T 1 FZEHT 2,

AEEET, 2= =D 7 f— RNy 700K LBETHHMERE . Aoy
D27 2—XZB L CIEINTZMREZFE DTS, F=, Al 215 L7-kRE,
H—EH St 20, f ¥ — T 2 — ADWER L WEOSHN B A 55 EFHZOUVTHE
LTS,
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https://efsa.onlinelibrary.wiley.com/doi/pdf/10.2903/sp.efsa.2025.EN-9557
https://www.efsa.europa.eu/en/supporting/pub/en-9557

AHEFL, EROIELE LT, BEOBOZFEREA ) ERAP BRI W TRITH
FHZOWTEBENRZRERERI L, 77 v b7+ — L O5ROERDIERH L 2 51RE
R L TWD,

® T L7y NEMEZER (FSAIL Food Safety Authority of Ireland)

https://www.fsai.ie/

TANT v FEMEERR (FSAD) PRHZECET IS X R ) — MRk
FSAI publishes Guidance Note on Food Safety Culture
09 OCTOBER 2025

https://www.fsai.le/news-and-alerts/latest-news/fsai-publishes-guidance-note-on-food-

safety-cultur

TANT Yy FRELZAER (FSAD 132025410 7 9 H, RFEADFREZITO ETHE
)7 TR 23 (Food Safety Culture) | ZfENr - fERFS 2 & S VER B 272977
OOXFEEAT) LR HMLE LT, Hich TERLZEULICET 2 A XA — |

(Guidance Note on Food Safety Culture) | (LL'F Web ~—Y &) Z#RE L7, ZOH
TR ERHT, RSB FERENREML R AFEBICRESEDL 2 L 23 L, MAE G
AT O BRI &MU 2 Tl D 72O O A 2 128 5
https://www.fsai.ie/publications/guidance-note-44-food-safety-culture

LR MR 272010k, BRE R OTERs X OEMS L eEITE 2L
TR S0, B ZebE WIHBERIL, FHEB L OREBZ 52BN ERICE
WCT—EBLTEDLIIZEATITHIT 202054200 TH L, ZOBEIL, H505T
2 ZENTBIT 2 RMEE~DOWMY AL KT 5, KA XA — MTTA LT =
v 7 A NEMEL W RZENRY —AREENTEY, BREFEETVNABHFORME
b E R L, AR 2 5 72 DT D,

Bz b L2 B EMITEIZ L 5 2 L CHE AR MEETULR L S, LD
HAZFEBTHZ ENAREE 72D,

BRI e e - A EEE OMERE . Jo L OSBRI OMERF
BRI DIHEE 2T D 12D DR
2TOXBROBEHEON EBXNala=r—ra vrodE
LATRVWE IR T 5 RBEOF AR 1k
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https://www.fsai.ie/
https://www.fsai.ie/news-and-alerts/latest-news/fsai-publishes-guidance-note-on-food-safety-cultur
https://www.fsai.ie/news-and-alerts/latest-news/fsai-publishes-guidance-note-on-food-safety-cultur
https://www.fsai.ie/publications/guidance-note-44-food-safety-culture

FSAI 5 —= 23 —%/)L (LT Web ~—I &) ClIBMEEELZIET L0,
RKITALX A — N EJHRERRNEEUUICET IEEY 2 — L b HEIN TN D,
https:/learningportal.fsai.ie

(B8 (EY) No.2/2022 (2022.01.19). No.25/2020 (2020.12.09) FSAI 2
HEH)
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