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Table 1. Transcript Profiles in Human Monocyte-Derived DCs

GenBank
Abundance Tag Match
(%) Sequence {accession no.)

1.66 GTTCACATTA  MLA DR invariant chain (P33)
(X00497)

1.45 CCCTGGGTTC  Ferritin L-chain (D14523)

1.17 GGGCATCTCT HLA-DR a chain (V00523)

0.85 TTGGTGAAGG Thymosin 34 (M17733)

0.79 CCTGTAATCC  Multiple match

0.76 TGCCTGCACC  Cystatin C (X05607)

0.75 CAAGCATCCC  No match

0.75 TTGGTCCTCT  Ribosomal protein L41 (AF02844)

0.68 TTGCGGTTTC  Ferritin H-chain (AF026844)

0.57 GTGAAACCCC  Multiple match

0.56 CTAAGACTTC No match

0.54 GTGACCACGG No match

0.52 CCACTGCACT  Muiltiple match

0.48 GGGGAAATCG  Thymesin 810 (M92381)

0.45 GTTGTGGTTA  B-2 microglobulin (AB021288)

0.44 TGTGTTGAGA  Elongation factor a1 subunit
(X16871)

0.42 CCCATCGTCC  Cytochrom coxll (X55654)

0.42 TTCATACACC  No match

0.35 GTGAAACCCT  Multiple match

0.33 TCCAAATCGA  Vimentin (X56134)

0.33 TGGGTGAGCS  Cathepsin B (M14221)

0.32 TTGGCCAGGC  Muitiple match

0.32 CACAAACGGT RIbosomal protein S27 (U57847)

0.30 AGCCCTACAA  No match

0.29 GGCTGGGGGC  Profilin (J03191)

0.28 CACCTAATTG No match

0.26 CTGACCTGTG  MHC ctass | (M54883)

0.26 ACTTTTTCAA  Nomatch

0.26 TGGTGTTGAG Ribosomal protein 18S (X69150)

0.25 GGAGGTGGGG  Granulin (M75161)

0.25 TGTACCTGTA  a Tubulin (KO0558)

0.24 TGATTTCACT No match

0.22 TGCACGTTIT Ribosomal protein L32 (X03342)

0.22 TCACCGGTCA  Gelsotlin (X04412)

0.22 CCTCAGGATA  No match

0.22 ATGGCTGGTA  LLR ep3 (X17206)

0.21 GGCACAAAGG  TARC (D43767)

0.21 GCCTGCTGGG  Phospholipid hydroperoxidase glu-
tathione peroxidase (X71973)

0.21 AGAAGTGTCC  Lysosomal acid lipase (231690)

0.21 TTCCCTTCTT . MHC class ll B chain (X03028)

0.21 CCAGAACAGA  Ribosomal protein L.30 (X79238)

.21 CCTAGCTGGA  Peptidyl-prolyl-cis transisomerase A
(AA011066)

0.21 TAGGTTGTCT  Translationally controiled tumor pro-

: tein (X16064)

0.20 GTGCTGAATG  Myosin alkali light chain (M22920)
0.19 AGGCTACGGA  23-kD highly basic protein (X56932)

0.19 ACGCAGGGAG  Heat shock protein 90 (D87666)

0.19 GCTTTATTTG B Actin (X00351)

0.19 AAAACATTCT  No match

0.18 CCCCCTGGAT  Growth factor inducible 2A9 gene
(M14306)

0.18 TGAAAACTAC  MHC class Il a chain (X00457)

The top 50 transcripts expressed in DCs are listed. The tag sequence
represents the 10-bp SAGE tag. Probable GenBank matches are listed.
More information is available on the Internet at http:/www.
prevent.m.u-tokyo.ac,Jp/SAGE.html.



Table 2. Transcripts Increased in Human Monocyte-Derived DCs
~

ne

i Tag GenBank Match
Foid Sequence Mono GM 2] {accession no.)
125 TCACCGGTCA 0 72 125 Gelsolin (X04412)
122 GGCACAAAGG 0 1 122 TARC (D43767)
61 AGAAGTGTCC 2 79 121 Lysosomal acid lipase (Z31690)
47 AGCCACCGCA 2 2 94 No match
41 CGTGAGCCAC 0 10 41 No match
40 . GCCTGCAGTC 0 4 40 Hepatocyte growth factor activator inhibitor type
2 (AB006534)
36 GCCCTGAAAG 0 3 36 No match
35 TTGGAACAAT 0 Q 35 No match
34 CCTCTGGGCA 0 0 34 No match
33 AACGGGGCCC 0 17 33 MDC (U83171)
33 CCAAGACTTC 0 3 33 No match
32 CAGCTATTTC 0 15 32 Fatty acid binding protein homologue (M34856)
31 TTACTTCCCC 0 5 3 EST (AA927388)
k) CTTTCAGATG 0 [+] 3 Platelet-type phosphofructokinase (D25328)
30 TTGAGACCTC 1 0 30 Factor Xl subunit « (M14539) ‘a
28 CTGTTAGTGT 2 20 55 Malate dehydrogenase (U20352)
25 TGTCCCAGCC 0 64 25 Acid phosphatase type 5 (X14618)
25 TCTTGATTTA 0 N 25 a-2 macrogiobulin (M11313)
23 CCCCCGTAAT 0 3 23 EST (AI203963)
22 ATGGAAGTCT 0 [ 22 Inositot polyphosphate 5-phosphatase (X38429)
21 CTAAAAAAAA 0 9 21 No match
21 CAAGCATCCC 21 166 430 No match
20 TGTGAACAAC 0 1 20 EST (Al001049)
20 ACTCACCTTA 0 0 20 EST (AA742376)
20 GATACAGCCA 0 0 20 CD23 (M14766)
20 ACCCAGGGTA 0 19 19 EST (N30858)
18 CTGATCTCCA 0 5 19 No match
19 TTTGCTCTCC 2 3 37 * Vinculin (M33308)
18 GATGACCCCC 0 34 18 No match
18 GCCTACCCGA 1] 15 18 GA733-1 (X13425)
18 CCCTCGGTCC 0 3 18 No match
18 AACGAGGAAT o] 2 18 No match
18 CTATATTTTT 0 1 18 " Cathepsin C {X87212)
18 AAGGGATGCT 0 0 18 MCP-4 (LU46767)
17 AAGATTGGTG 0 32 17 CD9 (M38690)
17 CCCAAGCTAG 1 9 17 HSP27 (X54079)
17 CCGGGCGTGG 0 5 17 EST (R49492)
17 GGTGTGCTTG 0 1 17 EST (AF055021)
17 AGTGCAGGGC 0 0 17 No match
17 CCTCACTACC 0 0 17 EST (AI288509)
17 TGCAGAAGAA 0 0 17 " Multiple match
16 TGGCGTACGG 3 7 48 No match
16 GCCAGCCCAG 1 4 16 Zinc finger protein (X97548)
16 GGTCCCCTAC 0 4 16 EST (Al1343615)
16 TGTACCTGTA 9 61 140 No match
16 TGGCCCCAGG 6 1515 93 Apolipoprotein C-1 (X00570)
15 TTTTCTGAAA 0 6 15 Thioredoxin (J04026)
15 CTCTGTAAGT 0 ] 15 Metalloproteinase (L23808)
15 GGAGGCAGGA 0 1] 15 No match
15 ATGAGCTGAC 7 105 104 Cystatin B (L03558)

The 50 transcripts displaying the biggest increase in expression in DCs are listed by fold induction. The tag sequence represents the 10-bp SAGE
tag. The most probable GenBank matches are listed. n indicates the number of times the tag was identified. Fold changes in expression were
calculated as described in Fig 2. More Information is available on the Internet at http://www.prevent.m.u-tokyo.acjp/SAGE.html.

Abbreviations: Mono, monocytes; GM, GM-CSF-induced macrophages. '

*In this table, the tag numbers are 57,560, 57,463, and 58,540 from Mo, GM-Md, and DCs, respectively.



Table 3. Transcripts Decreased in Human Monocyte-Derived DCs

n"

Tag - GenBank Match
Fold Sequence Mono GM oc (accassion no.)
532 GTGGCCACGG 1,064 47 2 MRP-14 (M21064)
287 TACCTGCAGA 287 0 0 MRP.8 (X06234)
244 CCCACAACCT 244 3 0 Ficolin-1 (S80990)
105 GCACCAAAGC 108 19 [ MIP-1a (DO0044)
97 TGGAAGCACT 97 0 0 1L-8 (Y00787)
84 TGGTCCAGCG 84 10 0 CD14 (AA971438)
77 ) CTTGACATAC 77 o] 1 CL100 mRNA for protein tyrosin phosphatase
(X68277)
66 GGAAAAGTGG 66 10 1 al antitrypsin (X01683)
65 GGCCACGTAG 65 2 0 D component of complement (Al073930)
65 GCTGTTGCGC 65 22 1 Ribosomal protein $20 (AA969927)
63 TCTACACGTG 63 0 Q Properdin
63 CTGATGGCGA 63 0 0 No match
55 CTGTACTTGT 55 0 0 GOS3 (L491869)
51 TGGAAAGTGA 51 0 0 ¢c-fos (V01512)
48 CTGACTTGTG 48 10 1 MHC class | HLA-B (M14539} .
46 " ACATTTCCAA 46 1] 0 GOS2 (M69199)
44 TCACAGCTGT 88 5 2 B-ceil translocation gene 1 (A1096550)
44 ATGGTGGGGG 44 0 1 Tristetraproline (M63625)
44 TTGGCAGCCC 44 19 1 Ribosomal protein L27a (H73560)
34 TGGGCAGCTG 34 2 0 Ribosomal protein S8 (AA833617)
i3 TTGCGTGTGT 33 20 0 Protein phosphatase PAC-1 (AA922462)
31 CTCCATCCAG 3 1 0 G-CSF receptor (M59819)
31 AGTGCACGTG 31 0 0 Ribosomal protein 129 (R36372)
N GGCCAGGACT 31 0 0 Formyl peptide receptor 1 (M60827)
27 CCCTGAGGCC 27 0 0 EST (A1148871)
27 GTCCCCCCAA 27 2 1 EST (A1217285)
27 GTGGGCCACG 25 0 0 No match
25 GCCGCCATCT 70 20 3 Protein disulfide isomerase (U79278)
23 CTGTTGGCAT 112 16 5 Ribosomal protein .21 (U14967)
22 ACCATTCTGC 21 1 0 interferon-inducible mRNA (X02490)
21 ACTTTAATGA 21 3 0 C5a anaphytatoxin receptor (M625085)
21 AATTAAATTA 21 1 0 Muitipte match
21 GCCGCCGTGC 20 Q 0 No match
20 GGTAGCCCAC 20 7 1 EST (A1093040Q)
20 CTTTTTTCCC 19 0 1 CDA48 (M59904)
19 CTTGGGATGT 19 4 0 EST (AA865970)
19 ATGGAGCGCA 37 1" 2 TNFR2 (U52165)
19 TAGCCCCCTG 18 0 0 TNF (M10988)
18 TTGGAGCACT 18 0 0 EST (AA724726)
18 TTTCTGTATG 18 0 0 HISTONE H3.3 (AI033898)
18 ACGCTCTCGA 18 2 1 cD37
18 ATGGCTTGGT . 18 6 0 40S ribosomal protein S2 (AA064604)
17 TAATGCTAAA 17 0 0 Helix-loop-helix basic phosphoprotein (L13463)
18 TGAAGTAACA 48 1] 3 Translation factor SUI1 homolog (R15861)
16 GGGAAACAGG 48 2 3 EST (AA970435)
16 TGAGTCTGGC 16 0 1 EST (W63798)
16 GCGACAGCTC 16 8 1 Ribosomal protein L30 (M94314)
16 GCTGAACGCG 79 18 5 EST (A1024982)
15 TGTTTTCATA 15 1 v} No match
15 CTCACTTITT 15 Q 0 _NF-IL6 B (M83667)

The 50 transcripts displaying the largest decrease in expression in DCs are listed by fold reduction. n indicates the number of times the tag was
_ identified. Conditions are as described in Fig 2. More information is available on the internet at http://www.prevent.m.u-tokyo.ac,jp/ SAGE.hemi.
*In this table. the tag numbers are 57,560, 57,463, and 58,540 from Mo, GM-Mé¢. and DCs, respectively.



