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Changes in technology used for plant breeding
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Specific foreign gene is inserted.

tbER D 7= 8 cf.
KM BIE (e tingiEs oz F 2B K4) Cross breeding

%@Q%QX%&@%@-»%:?%@

‘4

BF4£FE wild variety & R & elite variety SR IR\ ME B AR IE S
but resistant to disease and resistant to disease elite varietyand resistant
to disease

Cross breeding produces desired traits , but also unwanted properties
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When Agrobacterium infects plants, T-DNA region is integrated into genome of
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1-3 copies are inserted in the genome




1 ) LEREFT (Genome editing Technology)
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What is the difference between recombinant DNA technology
and genome editing (GE) technology?
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There is no foreign gene
in genome-edited crops.
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Structure of Zinc Finger Nuclease (ZFN)
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Structure of Transcription activator-like effector nuclease (TALEN)
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Structure of Clustered Regularly Interspaced Short Palindromic Repeats (CRISPR)/Cas




