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HOREHIIRIC L VEESND. v EZ bal TATZ 7, 756 [HOT 2 BREEN L5 H 841 684
HOT I BBEREN G5 LETHR S 78 (4 1& : §170,0000 TH 5.

Simoctocog Alfa is a recombinant human blood coagulation factor V111 analog corresponding to amino acid residues
1-756 and 1,649-2,332 of human blood coagulation factor VIII. Simoctocog Alfa is produced in human embryonic
kidney cells. Simoctocog Alfa is a glycoprotein (molecular weight: ca. 170,000) composed of an H-chain consisting of

756 amino acid residues and an L-chain consisting of 684 amino acid residues.
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suanN) <7, BTz Eie MERCS £/ 7 a—F APURTH Y, T OMMMERERILY
RICHEL, ZOMITe b IgGLICHkET 5. HEHD 241, 242, 245, 333, 336, 337, 434, 440, 444 }
W46 FBHOT 2 /s <21 Arg, Arg, Lys, Gly, Ser, Ser, Leu, Ala, Arg &\ Glu [Z@E#i X
NTEY, CERIEDGly & Lys FREINTWS., Z7aXU <7, FyA=—ANLAZ—JIRMIEIC
KVEAZND. 7N ~T0X, BLEOT I BIEENGRD HE (y1 8) 2 KK 217 HOT X/
PRI LD D720 L (k8H) 2 R TR SN DHEY v/ 78 (4rF & 1 £ 148,000) THh 5.

Crovalimab is a recombinant anti-human complement C5 monoclonal antibody, the complementarity-determining
regions of which are derived from rabbit antibody and other regions are derived from human IgG1. In the H-chain,
the amino acid residues at positions 241, 242, 245, 333, 336, 337, 434, 440, 444 and 446 are substituted by Arg, Arg,
Lys, Gly, Ser, Ser, Leu, Ala, Arg and Glu, respectively, and Gly and Lys at the C-terminus are deleted. Crovalimab is
produced in Chinese hamster ovary cells. Crovalimab is a glycoprotein (molecular weight: ca. 148,000) composed of
2 H-chains (y1-chains) consisting of 451 amino acid residues each and 2 L-chains (k-chains) consisting of 217 amino

acid residues each.
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FFV~71, Bz iie MNER K~ 7 7 —Yan=—fli#KA+ (GM-CSF) €/ 7 r—F /L
PUAT, & b IgGLICHKT S, AFV~71%, b MNEMEEESFEMIC L EEASNS. AF U <73,
MTEOT X EERFEIEN G725 HEH (Y1 85) 2 ARAKR 210 D7 X/ BRikiEns72 5 LEH W) 2 KT
W S obEs 7 (435 K 145,000) THD.

Otilimab is a recombinant anti-human granulocyte-macrophage colony-stimulating factor (GM-CSF) monoclonal
antibody derived from human IgG1. Otilimab is produced in human embryonic retinoblast cells. Otilimab is a
glycoprotein (molecular weight: ca. 145,000) composed of 2 H-chains (yl-chains) consisting of 447 amino acid
residues each and 2 L-chains (A-chains) consisting of 210 amino acid residues each.
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Y NI T7AT TAT7iE, b e hPD-LLE/ 7 m—F bR KON N TGF-B 1T B52 RO
S RAAL DR LB TR BERES 78 (T8 K 1770000 THDH. B I 72T 7
N7 7L, Fx A =—ANLAZ =B LV EASND. BT 72T TT 7iE, 216 HO
TR BBIERENG D AB2 R ON607T HOT X EREN G D BEH 2 Kb s, 20 ASHITHE
KNPD-LLPUAD L8 WEH) 75720, £ BEHO 1~449 3% H, 450~471 7% H KN 472~607 FH
%, ThEndie b PD-LLHiiAD HEH (y1 85), Vo —K Ot b TGF-p I BZFIKOMuI KA A
MBI 5.

Bintrafusp Alfa is a recombinant fusion glycoprotein (molecular weight: ca. 177,000) composed of human anti-human
PD-L1 monoclonal antibody and extracellular domain of the human TGF-$ type II receptor. Bintrafusp Alfa is
produced in Chinese hamster ovary cells. Bintrafusp Alfa is composed of 2 A-chains consisting of 216 amino acid
residues each and 2 B-chains consisting of 607 amino acid residues each. The A-chain is the L-chain (A-chain) of the
anti-human PD-L1 antibody, and the amino acid residues at positions 1-449, 450-471, and 472-607 in the B-chains
are composed of the H-chain (y1-chain) of the anti-human PD-L1 antibody, a linker, and extracellular domain of the

human TGF-B type II receptor, respectively.
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IV, B ZIiE R PD-1E 7 u—FVHURT, B b IgG4 IZHE L, H$HoD 225 &
HOT7 X JEERED PO IZEB SN TS, BEI TV ~TE, T4 =—A LA X—JI5HIEIZ LV pE
EEND. BEI TV ~TX, M4EOT X JEEFREN S D HEH (4 1) 2 KR O 214 H DT I FRik it
NoH7en L (k) 2 AR THRESNDHEY V78 (5 F& : £ 147,000) Th 5.

Cemiplimab is a recombinant anti-human PD-1 monoclonal antibody derived from human 1gG4, whose amino acid
residue at position 225 is substituted by Pro in the H-chain. Cemiplimab is produced in Chinese hamster ovary cells.
Cemiplimab is a glycoprotein (molecular weight: ca. 147,000) composed of 2 H-chains (y4-chains) consisting of 444
amino acid residues each and 2 L-chains (k-chains) consisting of 214 amino acid residues each.
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Thr X O Glu IZ@EHR SN TWND. =~ TE, Ty A =—ZANARAX—JIEIRICEVEESINS.
= e T, 56 HOT I EEEEN G D HEE (Y1 85) 2 AR 214 H 07 I /7 RN B D L
B () 2 AR TR SN BEX v X7 (4r 18 : 59 149,000) TH 5.

Nirsevimab is a recombinant anti-human respiratory syncytial virus (RSV) F protein monoclonal antibody derived
from human IgG1. In the H-chain, amino acid residues at positions 261, 263 and 265 are substituted by Tyr, Thr and
Glu, respectively. Nirsevimab is produced in Chinese hamster ovary cells. Nirsevimab is a glycoprotein (molecular
weight: ca. 149,000) composed of 2 H-chains (y1-chains) consisting of 456 amino acid residues each and 2 L-chains

(x-chains) consisting of 214 amino acid residues each.
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JAN (I 4) : Amivantamab (Genetical Recombination)
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2 EERCAI R N AV T ¢ RS S

1 EGFR-H %4

QVQLVESGGG VVQPGRSLRL SCAASGFTFES TYGMHWVRQA PGKGLEWVAV
|
IWDDGSYKYY GDSVKGRFTI SRDNSKNTLY LOMNSLRAED TAVYY&ARDG
TITMVRGVMKD YEFDYWGQGTL VIVSSASTKG PSVFPLAPSS KSTSGGTAAL
GCLVKDYFPE PVTVSWNSGA LTSGVHTFPA VLOSSGLYSL SSVVTVPSSS
LGTQTYICNV NHKPSNTKVD KRVEPKSCDK THTCPPCPAP ELLGGPSVFL
FPPKPKDTLM ISRTPEVTCV VVDVSHEDPE VKFNWYVDGV EVHNAKTKPR
| |
EEQYNSTYRV VSVLTVLHQD WLNGKEYKCK VSNKALPAPI EKTISKAKGQ
PREPQVYTLP PSREEMTKNQ VSLTCLVKGFEF YPSDIAVEWE SNGQPENNYK
l |

TTPPVLDSDG SFLLYSKLTV DKSRWQQGNV FSCSVMHEAL HNHYTQKSLS
LSPGK

HL MET-H 84

QOVQLVQSGAE VKKPGASVKV SCETSGYTFET SYGISWVRQA PGHGLEWMGW

|
ISAYNGYTNY AQKLQOGRVTM TTDTSTSTAY MELRSLRSDD TAVYY&ARDL
|
RGTINYFDYWG QGTLVTVSSA STKGPSVFPL APSSKSTSGG TAALGCLVKD
YFPEPVTVSW NSGALTSGVH TFPAVLQSSG LYSLSSVVTV PSSSLGTQTY
TCNVNHKPSN TKVDKRVEPK SCDKTHTCPP CPAPELLGGP SVFLFPPKPK
DTLMISRTPE VTCVVVDVSH EDPEVKEFNWY VDGVEVHNAK TKPREEQYNS
: |
TYRVVSVLTV LHODWLNGKE YKCKVSNKAL PAPIEKTISK AKGQPREPQV
YTLPPSREEM TKNQVSLTCL VKGFYPSDIA VEWESNGQPE NNYKTTPPVL
| |
DSDGSFFLYS RLTVDKSRWQ QOGNVFEFSCSVM HEALHNHYTQ KSLSLSPGK



1L EGFR-L 44

ATQLTQSPSS
ASSLESGVPS
GTKVEIKRTV
DNALQSGNSQ

LSSPVTKSEN

L MET-L 84

DIOMTQSPSS
ASSLLSGVPS
GTRLEIKRTV
DNALQSGNSQ

LSSPVTKSEN

LSASVGDRVT

REFSGSESGTD

AAPSVFEIFPP

ESVTEQDSKD

RGEC

VSASVGDRVT

RESGSGSGTD

AAPSVFEIFPP

ESVTEQDSKD

RGEC

ITCRASQDIS SALVWYQQKP GKAPKLLIYD
| I
FTLTISSLQP EDFATYYCQQ FNSYPLTFEGG
SDEQLKSGTA SVVCLLNNEY PREAKVQWKV
| I
STYSLSSTLT LSKADYEKHK VYACEVTHQG
ITCRASQGIS NWLAWEFQHKP GKAPKLLIYA
| I
FTLTISSLQP EDFATYYCQQ ANSFPITFEGQ
SDEQLKSGTA SVVCLLNNEY PREAKVQWKV
| I
STYSLSSTLT LSKADYEKHK VYACEVTHQOG

PLEGFR-H#{ Q1, FL MET-H 84 Q1 : #imiv e /2 I Uik ;
F1 EGFR-H 4 N305, #i MET-H 4 N299 : B85S

L EGFR-H #H K455, #L MET-H #4 K449 :

WS Tats T

T EGFR-H #4 C228 — #L EGFR-L #4 C214, #i MET-H %4 C222 — Hi MET-L #4 C214,

L EGFR-H #H C234 — HT MET-H #4 C228, #L EGFR-H #{ C237 — $T MET-H $#4 C231 :

TR BESH OHEEAE I

GlcNAc-Man \
Man-GIcNAc-GIcNAc
GleNAc-Man 7

Co472H1001aN173002023846 (¥ X7 EER 5y, 4 AREH)

1 EGFR-H #4
T MET-H 84
HT EGFR-L #4
PLMET-L #4

C2229H3450N5960679S18
C2195H3388N5860678517
C1024H1503N2710337S5
C1024H1501N2770329S6

TANT 4 RER



TINE2TE, b b EEEERTFZEAR (EGFR) KOt hAFMAHEEN 725K (MET) 1Zx3 2%
BIA A X B N IgGL —EHRFRMTE ) 7 o —F PR TH Y, HLEGFR-H 84D 413 % H, & 1Y, $t MET-
HEHD 411 FBOT I 7 BRFEEIL, i Leu KONAQICEB SN TWD., TINVE<TE, 7ayv
JACBES S B OIR WA E FEAT AT v £ =— A NAAX —JIMEIC LV EASND. TINV A~
%, 455 MHOT 2 BRFERMN S 72 5P EGFR-H 85 (y1 81) 1K, 449 D7 2/ fefk Lo 72 551 MET-H
Byl 8 1A, 214 D7 2 BRFREEN DR D P EGFR-L 84 (« 84) 1 AKX 214 DT I 7 Wik ien
LR HHUMET-L 85 (v 8H) 1 ARTHER SN DHEX X7/ (O3 F & @ K 148,000) TH 5.

Amivantamab is a recombinant bispecific human IgG1 monoclonal antibody against human epidermal growth factor
receptor (EGFR) and human hepatocyte growth factor receptor (MET) whose amino acid residues at positions 413 in
the anti-EGFR-H-chain and 411 in the anti-MET-H-chain are substituted by Leu and Arg, respectively. Amivantamab
is produced in Chinese hamster ovary cells that express antibody with low-fucosylated glycans. Amivantamab is a
glycoprotein (molecular weight: ca. 148,000) composed of an anti-EGFR-H-chain (y1-chain) consisting of 455 amino
acid residues, an anti-MET-H-chain (yl-chain) consisting of 449 amino acid residues, an anti-EGFR-L-chain (k-
chain) consisting of 214 amino acid residues and an anti-MET-L-chain (x-chain) consisting of 214 amino acid residues

each.
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